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In Fig. 4 on page 150, the ligand is labeled incorrectly as “AG7088.” It should be labeled “KZ7088.” For the 
reader’s convenience, a corrected Fig. 4 appears here. 



Fig. 4. A close view of the binding interaction between KZ7088 and the 
SARS enzyme. As shown in the figure, KZ7088 is tethered to the en¬ 
zyme by six hydrogen bonds (dotted lines). The detailed atoms in 
forming the hydrogen bonds are given in Table 2. 
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